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Analysis of Drug Resistance Phenotype and Gene of Haemophilus Parasuis Type 4
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Abstract To understand the drug resistance and gene carrying of Haemophilus parasuis serotype 4 (HPS4)
clinical isolates. The drug resistance of 10 strains of HPS4 was detected by the method of drug sensitive disk
diffusion, and the drug resistance genes of aminoglycosides and quinolones were detected by PCR. The results
showed that the tested strains were sensitive to erythromycin, azithromycin, tilmicosin, tetracycline, oxytetracycline,
doxycycline and florfenicol, with the drug resistance rate of 10%; to ceftiofur, ceftazidime and spectinomycin, with
the drug resistance rate of 20%; to aminoglycoside kanamycin, amikacin, neomycin and quinolones norfloxacin,
levofloxacin, ofloxacin the drug resistance rate of floxacin was more than 50%, and all strains showed three or more
multiple drug resistance. sirB3, aphAl, gyrA and parC 4 genes were detected in 10 strains of HPS4, the detection
rates were 50%, 60%, 80% and 80% respectively. Combined with the results of drug resistance phenotype, it was
suggested that these four genes might be the main reason for the drug resistance of HPS4 to aminoglycosides and
quinolones. This study provides a scientific theoretical basis for the clinical prevention and control of the drug
selection of Haemophilus parasuis type 4, enriches the database of the drug resistance spectrum of Haemophilus
parasuis, and lays a foundation for further study of its drug resistance mechanism.
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